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Intent & Motivation Results & Discussion

B Aberdeen [+ In-House Lysate

Objectives: To develop and optimize in-house E. coli based SRS
cell-free lysate for expressing riboswitch and toehold switch
fluorescent reporters for use in biosensing applications.
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Significance: Cell-free expression systems (CFEs) are crucial for

biosensor deployment outside of a cell. Commercial options can be Expected "~ [ L Se ] :1 %m N
ay g . . _ . Tube - L‘{F 7 L I } . T ) .
prohibitively expensive which limits use in low-cost labs. Bands W@ ° g i : 1 g vm
Additionally, these costs prohibit uses of CFE for common | = Weigh / ) . L P B
biosensor applications such as affordable point-of-care diagnostic i w;:s | : ° 3
and screen tools. As such, an affordable option is highly desirable. NG U pellets. - ‘1 i i ' l
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Figure 1: Overview of TXTL (Transcription and Translation)
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